This study represents the first attempt, to date, to apply a Bayesian Network framework to incorporating biomarker information along with dosimetric variables into a radiation pneumonitis (RP) risk model, which demonstrates the potential to enhance patient-specific prediction of RP risk.
. A Bayesian network structure learned from the dataset. RP was fixed as a root variable prior to the learning. Note that the variable MLD was disconnected from the network and thus took no part in the classification process. 
Conclusion
The presented Bayesian Network approach has a potential to enhance the prediction power of RP by explicitly modeling interaction between input physical and biological variables, which can also be used to validate or guide further biomarker RP research. 
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